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<210> 1 

<211> 2385 

<212> DNA 

<213> HOMO SAPIEN 

<220> 

<221> CDS 

<222> (145) . . (1032) 

<223> 

<400> 1 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 6 0 

ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 120 

acccccagcc gggtgctccg agcc atg gcc gac acc ate ttc ggc age ggg 171 

Met Ala Asp Thr lie Phe Gly Ser Gly 
15 

aat gat cag tgg gtt tgc ccc aat gac egg cag ctt gcc ctt cga gcc 219 
Asn Asp Gin Trp Val Cys Pro Asn Asp Arg Gin Leu Ala Leu Arg Ala 
10 15 20 25 

aag ctg cag acg ggc tgg tec gtg cac acc tac cag acg gag aag cag 2 67 

Lys Leu Gin Thr Gly Trp Ser Val His Thr Tyr Gin Thr Glu Lys Gin 

30 35 40 

agg agg aag cag cac etc age ccg gcg gag gtg gag gcc ate ctg cag 315 
Arg Arg Lys Gin His Leu Ser Pro Ala Glu Val Glu Ala lie Leu Gin 

45 50 55 



gtc ate cag agg gca gag egg etc gac gtc ctg gag cag cag aga ate 3 63 

Val lie Gin Arg Ala Glu Arg Leu Asp Val Leu Glu Gin Gin Arg lie 
60 65 70 
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ggg egg ctg gtg gag egg ctg gag acc atg agg egg aat gtg atg ggg 411 
Gly Arg Leu Val Glu Arg Leu Glu Thr Met Arg Arg Asn Val Met Gly 
75 80 85 

aac ggc ctg tec cag tgt ctg etc tgc ggg gag gtg ctg ggc ttc ctg 459 
Asn Gly Leu Ser Gin Cys Leu Leu Cys Gly Glu Val Leu Gly Phe Leu 
90 95 100 105 

ggc age teg teg gtg ttc tgc aaa gac tgc agg aag gtc tgg aag agg 507 
Gly Ser Ser Ser Val Phe Cys Lys Asp Cys Arg Lys Val Trp Lys Arg 

110 115 120 

tc 9" 999 9°c tgg ttc tac aaa ggg etc ccc aag tat ate ttg ccc ctg 555 
Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr lie Leu Pro Leu 

125 130 135 

aag acc cct ggc cga get gat gag ccc cag ttc cga cct tgg ccc acg 603 
Lys Thr Pro Gly Arg Ala Asp Glu Pro Gin Phe Arg Pro Trp Pro Thr 
140 145 150 

gaa ccg gca gag cga gag ccc aga age tct gag acc age cgc ate tac 651 
Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr Ser Arg lie Tyr 
155 160 165 

acg tgg gee cga gga aga gtg gtt tec agt gac agt gac agt gac teg 69 9 

Thr Trp Ala Arg Gly Arg Val Val Ser Ser Asp Ser Asp Ser Asp Ser 
170 175 180 185 

gat ctt age tec tec age eta gag gac aga etc cca tec act ggg gtc 74 7 

Asp Leu Ser Ser Ser Ser Leu Glu Asp Arg Leu Pro Ser Thr Gly Val 

190 195 200 

3-99 £J ac c 99 aaa 99 c 9" ac aaa ccc tgg aag gag tea ggt ggc age gtg 7 95 

Arg Asp Arg Lys Gly Asp Lys Pro Trp Lys Glu Ser Gly Gly Ser Val 

205 210 215 

gag gee ccc agg atg ggg ttc acc caa ccc gcg ggc cac etc ttt ggg 843 
Glu Ala Pro Arg Met Gly Phe Thr Gin Pro Ala Gly His Leu Phe Gly 
220 225 230 

ttg cag age age ctg gee agt ggt gag acg ggc aca ggc tct get gac 8 91 

Leu Gin Ser Ser Leu Ala Ser Gly Glu Thr Gly Thr Gly Ser Ala Asp 
235 240 245 

ccg cca ggg gga ggg aca ggc tct get gac ccg cca ggg gga ccc cgc 93 9 

Pro Pro Gly Gly Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Pro Arg 
250 255 260 265 

ccc ggg ctg acc cga agg gee ccg gta aaa gac aca cct gga cga gee 98 7 
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Pro Gly Leu Thr Arg Arg Ala Pro Val Lys Asp Thr Pro Gly Arg Ala 

270 275 280 

ccc get get gac gca get cca gca ggc ccc tec age tgc ctg ggc 1032 
Pro Ala Ala Asp Ala Ala Pro Ala Gly Pro Ser Ser Cys Leu Gly 

285 290 295 

tgaggtgtct ggtgcctgga acagacttcc ctgtggagga ttcctgccag accctgcccg 1092 

gctcctccct gaccggtcct tgtgccctca ccagacaccc tgttggccat gactcaacaa 1152 

accagtgttg ggagcegtet gcctccccag ctcagtgcct ttctgcaccc cttctctcct 1212 

ggggagctgt ctgcatccgc caccccctcc aaccactgcc ctcagccccc gaccttattt 1272 

attaccctcc cctcccacac ccccaatcta cctggtgatg attttaagtt tgcgcgtgtc 1332 

ttgggttggg ctggggggtt tcccacatgc agtgtcagag gggccgcccg gtggggctat 13 92 

ctccgttgct atattaatgg caagactaaa tgaaacctag ggcacggcct ccgaagctgc 1452 

gtgtggcccc ttagaggtga gcatcagagc cagagcagtg agggggagac tcacccaccc 1512 

tctccctctc ccttcagctc tgggaggcag gcgcagtgcc cccctcccat gggctggccc 1572 

aggaccgegg gtgaaacctg ggtctgttta gtttctttgg tttttgtatg tttgtttgtt 1632 

tttgacacag tetegctttg ttgcccaggc tggggtgcag tggcacgatc gcggctcact 1692 

gcaacctcca cctcccgggc teaagegatt ctctcacctc agcctcctga gtaggtggga 1752 

ttacagatgc ccgccaccac acccagttaa tttttgtatt tttagaagag atggggtttc 1812 

tccatgttgg ccaggctggt cttgaactcc tggtctcaag tgatccgccc gcctcggcct 1872 

cccaaagtgc tgggattaca ggtgtgagcc accgcaccca atcctattag gtttctttga 1932 

atcccctcat ggcctgcctg gtttttgetc agectgtett cagcttgagg agctgggaag 1992 

ctctggtgga tgctatgaac teacttgetg aagagcagcg ttcaggtgca tccccagcca 2052 

gggcacgtgg ctccctcagc catgaattca cttctcttca ggaggtttgg cttggcatga 2112 

aaatacttca ttcagagtat gggcaaatgc ttctggaaaa cccttccctg aagagagaga 2172 

acgtgtgtgt gtgtgtcggt gatcacaccc tcccatcctt cctgcctcct gccccaaacc 2232 

ccgggttcct gggtctggaa gggccttctc tccaagctgg gagctcctgg gcccccacca 22 92 

ttcacttttt gtccttgctg ctggcaaaca gtaaagaaac tcactttccc tgtggcacgt 23 52 
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tatgcttcag aattaaaaca atgaagatta aaa 2385 



<210> 2 

<211> 296 

<212> PRT 

<213> HOMO SAPIEN 

<400> 2 

Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 
15 10 15 



Asn Asp Arg Gin Leu Ala Leu Arg Ala Lys Leu Gin Thr Gly Trp Ser 

20 25 30 



Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 



Pro Ala Glu Val Glu Ala lie Leu Gin Val lie Gin Arg Ala Glu Arg 
50 55 60 



Leu Asp Val Leu Glu Gin Gin Arg lie Gly Arg Leu Val Glu Arg Leu 
65 70 75 80 



Glu Thr Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu 

85 90 95 



Leu Cys Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys 

100 105 110 



Lys Asp Cys Arg Lys Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys 
115 120 125 



Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp 
130 135 140 



Glu Pro Gin Phe Arg Pro Trp Pro Thr Glu Pro Ala Glu Arg Glu Pro 
145 150 155 160 
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Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val 

165 170 175 



Val Ser Ser Asp Ser Asp Ser Asp Ser Asp Leu Ser Ser Ser Ser Leu 

180 185 190 



Glu Asp Arg Leu Pro Ser Thr Gly Val Arg Asp Arg Lys Gly Asp Lys 
195 200 205 



Pro Trp Lys Glu Ser Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe 
210 215 220 



Thr Gin Pro Ala Gly His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser 
225 230 235 240 



Gly Glu Thr Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly 

245 250 255 



Ser Ala Asp Pro Pro Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala 

260 265 270 



Pro Val Lys Asp Thr Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro 
275 280 285 



Ala Gly Pro Ser Ser Cys Leu Gly 
290 295 



<210> 3 

<211> 2472 

<212> DNA 

<213> HOMO SAPIEN 

<220> 

<221> CDS 

<222> (145) . . (1119) 

<223> 

<400> 3 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 60 



5 



ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 12 0 

acccccagcc gggtgctccg agcc atg gcc gac acc ate ttc ggc age ggg 171 

Met Ala Asp Thr lie Phe Gly Ser Gly 
1 5 

aat gat cag tgg gtt tgc ccc aat gac egg cag ctt gcc ctt cga gcc 219 
Asn Asp Gin Trp Val Cys Pro Asn Asp Arg Gin Leu Ala Leu Arg Ala 
10 15 20 25 

aag ctg cag acg ggc tgg tec gtg cac acc tac cag acg gag aag cag 267 
Lys Leu Gin Thr Gly Trp Ser Val His Thr Tyr Gin Thr Glu Lys Gin 

30 35 40 

agg agg aag cag cac etc age ccg gcg gag gtg gag gcc ate ctg cag 315 
Arg Arg Lys Gin His Leu Ser Pro Ala Glu Val Glu Ala lie Leu Gin 

45 50 55 

gtc ate cag agg gca gag egg etc gac gtc ctg gag cag cag aga ate 3 63 

Val lie Gin Arg Ala Glu Arg Leu Asp Val Leu Glu Gin Gin Arg lie 
60 65 70 

ggg egg ctg gtg gag egg ctg gag acc atg agg egg aat gtg atg ggg 411 
Gly Arg Leu Val Glu Arg Leu Glu Thr Met Arg Arg Asn Val Met Gly 
75 80 85 

aac ggc ctg tec cag tgt ctg etc tgc ggg gag gtg ctg ggc ttc ctg 459 
Asn Gly Leu Ser Gin Cys Leu Leu Cys Gly Glu Val Leu Gly Phe Leu 
90 95 100 105 

ggc age teg teg gtg ttc tgc aaa gac tgc agg aag aaa gtc tgc acc 507 
Gly Ser Ser Ser Val Phe Cys Lys Asp Cys Arg Lys Lys Val Cys Thr 

110 115 120 

aaa tgt ggg ate gag gcc tec cct ggc cag aag egg ccc ctg tgg ctg 555 
Lys Cys Gly lie Glu Ala Ser Pro Gly Gin Lys Arg Pro Leu Trp Leu 

125 130 135 

tgt aag ate tgc agt gag caa aga gag gtc tgg aag agg teg ggg gcc 603 
Cys Lys lie Cys Ser Glu Gin Arg Glu Val Trp Lys Arg Ser Gly Ala 
140 145 150 

tgg ttc tac aaa ggg etc ccc aag tat ate ttg ccc ctg aag acc cct 651 
Trp Phe Tyr Lys Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr Pro 
155 160 165 

ggc cga get gat gac ccc cac ttc cga cct ttg ccc acg gaa ccg gca 699 
Gly Arg Ala Asp Asp Pro His Phe Arg Pro Leu Pro Thr Glu Pro Ala 
170 175 180 185 
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gag cga gag ccc aga age tct gag acc age cgc ate tac acg tgg gec 747 
Glu Arg Glu Pro Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp Ala 

190 195 200 

c 9& gga aga gtg gtt tec agt gac agt gac agt gac teg gat ctt age 795 
Arg Gly Arg Val Val Ser Ser Asp Ser Asp Ser Asp Ser Asp Leu Ser 

205 210 215 

tec tec age eta gag gac aga etc cca tec act ggg gtc agg gac egg 843 
Ser Ser Ser Leu Glu Asp Arg Leu Pro Ser Thr Gly Val Arg Asp Arg 
220 225 230 

aaa ggc gac aaa ccc tgg aag gag tea ggt ggc age gtg gag gee ccc 891 
Lys Gly Asp Lys Pro Trp Lys Glu Ser Gly Gly Ser Val Glu Ala Pro 
235 240 245 

agg atg ggg ttc acc caa ccc gcg ggc cac etc ttt ggg ttg cag age 93 9 

Arg Met Gly Phe Thr Gin Pro Ala Gly His Leu Phe Gly Leu Gin Ser 
250 255 260 ' 265 

age ctg gee agt ggt gag acg ggc aca ggc tct get gac ccg cca ggg 987 
Ser Leu Ala Ser Gly Glu Thr Gly Thr Gly Ser Ala Asp Pro Pro Gly 

270 275 280 

99& 999 aca ggc tct get gac ccg cca ggg gga ccc cgc ccc ggg ctg 103 5 

Gly Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Pro Arg Pro Gly Leu 

285 290 295 

acc cga agg gee ccg gta aaa gac aca cct gga cga gee ccc get get 1083 
Thr Arg Arg Ala Pro Val Lys Asp Thr Pro Gly Arg Ala Pro Ala Ala 
300 305 310 

gac gca get cca gca ggc ccc tec age tgc ctg ggc tgaggtgtct 112 9 

Asp Ala Ala Pro Ala Gly Pro Ser Ser Cys Leu Gly 
315 320 325 

ggtgcctgga acagacttcc ctgtggagga ttcctgccag accctgcccg gctcctccct 1189 

gaccggtcct tgtgccctca ccagacaccc tgttggccat gactcaacaa accagtgttg 1249 

ggagcegtet gcctccccag ctcagtgcct ttctgcaccc cttctctcct ggggagctgt 13 09 

ctgcatccgc caccccctcc aaccactgcc ctcagccccc gaccttattt attaccctcc 1369 

cctcccacac ccccaatcta cctggtgatg attttaagtt tgcgcgtgtc ttgggttggg 1429 

ctggggggtt tcccacatgc agtgtcagag gggccgcccg gtggggctat ctccgttgct 1489 

atattaatgg caagactaaa tgaaacctag ggcacggcct ccgaagctgc gtgtggcccc 154 9 
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ttagaggtga gcatcagagc cagagcagtg agggggagac tcacccaccc tctccctctc 1609 

ccttcagctc tgggaggcag gcgcagtgcc cccctcccat gggctggccc aggaccgcgg 1669 

gtgaaacctg ggtctgttta gtttctttgg tttttgtatg tttgtttgtt tttgacacag 1729 

tctcgctttg ttgcccaggc tggggtgcag tggcacgatc gcggctcact gcaacctcca 1789 

cctcccgggc tcaagcgatt ctctcacctc agcctcctga gtaggtggga ttacagatgc 1849 

ccgccaccac acccagttaa tttttgtatt tttagaagag atggggtttc tccatgttgg 1909 

ccaggctggt cttgaactcc tggtctcaag tgatccgccc gcctcggcct cccaaagtgc 1969 

tgggattaca ggtgtgagcc accgcaccca atcctattag gtttctttga atcccctcat 2 029 

ggcctgcctg gtttttgctc agcctgtctt cagcttgagg agctgggaag ctctggtgga 2089 

tgctatgaac tcacttgctg aagagcagcg ttcaggtgca tccccagcca gggcacgtgg 2149 

ctccctcagc catgaattca cttctcttca ggaggtttgg cttggcatga aaatacttca 2209 

ttcagagtat gggcaaatgc ttctggaaaa cccttccctg aagagagaga acgtgtgtgt 2269 

gtgtgtcggt gatcacaccc tcccatcctt cctgcctcct gccccaaacc ccgggttcct 2329 

gggtctggaa gggccttctc tccaagctgg gagctcctgg gcccccacca ttcacttttt 2389 

gtccttgctg ctggcaaaca gtaaagaaac tcactttccc tgtggcacgt tatgcttcag 2449 

aattaaaaca atgaagatta aaa 2472 

<210> 4 

<211> 325 

<212> PRT 

<213> HOMO SAPIEN 

<400> 4 

Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 
15 10 15 



Asn Asp Arg Gin Leu Ala Leu Arg Ala Lys Leu Gin Thr Gly Trp Ser 

20 25 30 

Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 
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Pro Ala Glu Val 
50 



Leu Asp Val Leu 
65 



Glu Thr Met Arg 



Leu Cys Gly Glu 

100 



Lys Asp Cys Arg 
115 



Pro Gly Gin Lys 
130 



Arg Glu Val Trp 
145 



Lys Tyr lie Leu 



Phe Arg Pro Leu 

180 



Glu Thr Ser Arg 
195 



Asp Ser Asp Ser 
210 



Leu Pro Ser Thr 
225 




Glu Ala He Leu 
55 



Glu Gin Gin Arg 
70 



Arg Asn Val Met 
85 



Val Leu Gly Phe 



Lys Lys Val Cys 

120 



Arg Pro Leu Trp 
135 



Lys Arg Ser Gly 
150 



Pro Leu Lys Thr 
165 



Pro Thr Glu Pro 



He Tyr Thr Trp 

200 



Asp Ser Asp Leu 
215 



Gly Val Arg Asp 
230 



Gin Val He Gin 

60 



He Gly Arg Leu 
75 



Gly Asn Gly Leu 
90 



Leu Gly Ser Ser 
105 



Thr Lys Cys Gly 



Leu Cys Lys He 

140 



Ala Trp Phe Tyr 

155 



Pro Gly Arg Ala 
170 



Ala Glu Arg Glu 
185 



Ala Arg Gly Arg 



Ser Ser Ser Ser 

220 



Arg Lys Gly Asp 
235 




Arg Ala Glu Arg 



Val Glu Arg Leu 

80 



Ser Gin Cys Leu 
95 



Ser Val Phe Cys 
110 



He Glu Ala Ser 
125 



Cys Ser Glu Gin 



Lys Gly Leu Pro 

160 



Asp Asp Pro His 
175 



Pro Arg Ser Ser 
190 



Val Val Ser Ser 
205 



Leu Glu Asp Arg 



Lys Pro Trp Lys 

240 
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Glu Ser Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe Thr Gin Pro 

245 250 255 



Ala Gly His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser Gly Glu Thr 

260 265 270 



Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly Ser Ala Asp 
275 280 285 



Pro Pro Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala Pro Val Lys 
290 295 300 



Asp Thr Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro Ala Gly Pro 
305 310 315 320 



Ser Ser Cys Leu Gly 

325 



<210> 5 

<211> 2538 

<212> DNA 

<213> HOMO SAPIEN 

<220> 

<221> CDS 

<222> (457) . . (1185) 

<223> 

<400> 5 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 6 0 

ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 12 0 

acccccagcc gggtgctccg agccatggcc gacaccatct tcggcagcgg gaatgatcag 180 

tgggtttgcc ccaatgaccg gcagcttgcc cttcgagcca agcactgact gcacagcagt 240 

gaacaggacc aacacagtcc ctggtcttaa agcacaggtg ggcagaggct gcagacgggc 3 00 

tggtcggtgc acacctacca gacggagaag cagaggagga agcagcacct cagcccggcg 3 60 

gaggtggagg ccatcctgca ggtcatccag agggcagagc ggctcgacgt cctggagcag 420 

cagagaatcg ggcggctggt ggagcggctg gagacc atg agg egg aat gtg atg 474 
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Met Arg Arg Asn Val Met 
1 5 

ggg aac ggc ctg tec cag tgt ctg etc tgc ggg gag gtg ctg ggc ttc 522 
Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys Gly Glu Val Leu Gly Phe 

10 15 20 

ct 9 age teg teg gtg ttc tgc aaa gac tgc agg aag aaa gtc tgc 57 0 

Leu Gly Ser Ser Ser Val Phe Cys Lys Asp Cys Arg Lys Lys Val Cys 
25 30 35 

acc aaa tgt ggg ate gag gee tec cct ggc cag aag egg ccc ctg tgg 618 
Thr Lys Cys Gly lie Glu Ala Ser Pro Gly Gin Lys Arg Pro Leu Trp 
40 45 50 

ctg tgt aag ate tgc agt gag caa aga gag gtc tgg aag agg teg ggg 666 
Leu Cys Lys lie Cys Ser Glu Gin Arg Glu Val Trp Lys Arg Ser Gly 
55 60 65 70 

gee tgg ttc tac aaa ggg etc ccc aag tat ate ttg ccc ctg aag acc 714 
Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr 

75 80 85 

cct ggc cga get gat gac ccc cac ttc cga cct ttg ccc acg gaa ccg 762 
Pro Gly Arg Ala Asp Asp Pro His Phe Arg Pro Leu Pro Thr Glu Pro 

90 95 100 

gca gag cga gag ccc aga age tct gag acc age cgc ate tac acg tgg 810 
Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp 
105 110 115 

gee cga gga aga gtg gtt tec agt gac agt gac agt gac teg gat ctt 858 
Ala Arg Gly Arg Val Val Ser Ser Asp Ser Asp Ser Asp Ser Asp Leu 
120 125 130 

age tec tec age eta gag gac aga etc cca tec act ggg gtc agg gac 906 
Ser Ser Ser Ser Leu Glu Asp Arg Leu Pro Ser Thr Gly Val Arg Asp 
135 140 145 150 

egg aaa ggc gac aaa ccc tgg aag gag tea ggt ggc age gtg gag gee 954 
Arg Lys Gly Asp Lys Pro Trp Lys Glu Ser Gly Gly Ser Val Glu Ala 

155 160 165 

ccc agg atg ggg ttc acc caa ccc gcg ggc cac etc ttt ggg ttg cag 1002 
Pro Arg Met Gly Phe Thr Gin Pro Ala Gly His Leu Phe Gly Leu Gin 

170 175 180 

age age ctg gee agt ggt gag acg ggc aca ggc tct get gac ccg cca 1050 
Ser Ser Leu Ala Ser Gly Glu Thr Gly Thr Gly Ser Ala Asp Pro Pro 
185 190 195 
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999 993- 999 aca 99 c tct £T ct £f ac cc 9" cca 999 99 a ccc C 9 C ccc 999 1098 
Gly Gly Gly Thr Gly Ser Ala Asp Pro Pro Gly Gly Pro Arg Pro Gly 

200 205 210 

ctg acc cga agg gcc ccg gta aaa gac aca cct gga cga gcc ccc get 1146 
Leu Thr Arg Arg Ala Pro Val Lys Asp Thr Pro Gly Arg Ala Pro Ala 
215 220 225 230 

get gac gca get cca gca ggc ccc tec age tgc ctg ggc tgaggtgtct 1195 
Ala Asp Ala Ala Pro Ala Gly Pro Ser Ser Cys Leu Gly 

235 240 

ggtgcctgga acagacttcc ctgtggagga ttcctgccag accctgcccg gctcctccct 1255 

gaccggtcct tgtgccctca ccagacaccc tgttggccat gactcaacaa accagtgttg 1315 

ggagcegtet gcctccccag ctcagtgcct ttctgcaccc cttctctcct ggggagctgt 1375 

ctgcatccgc caccccctcc aaccactgcc ctcagccccc gaccttattt attaccctcc 1435 

cctcccacac ccccaatcta cctggtgatg attttaagtt tgcgcgtgtc ttgggttggg 1495 

ctggggggtt tcccacatgc agtgtcagag gggccgcccg gtggggctat ctccgttgct 1555 

atattaatgg caagactaaa tgaaacctag ggcacggcct ccgaagctgc gtgtggcccc 1615 

ttagaggtga gcatcagagc cagagcagtg agggggagac tcacccaccc tctccctctc 1675 

ccttcagctc tgggaggcag gcgcagtgcc cccctcccat gggctggccc aggaccgegg 1735 

gtgaaacctg ggtctgttta gtttctttgg tttttgtatg tttgtttgtt tttgacacag 1795 

tetegctttg ttgcccaggc tggggtgcag tggcacgatc gcggctcact gcaacctcca 1855 

cctcccgggc teaagegatt ctctcacctc agcctcctga gtaggtggga ttacagatgc 1915 

ccgccaccac acccagttaa tttttgtatt tttagaagag atggggtttc tccatgttgg 1975 

ccaggctggt cttgaactcc tggtctcaag tgatccgccc gcctcggcct cccaaagtgc 2035 

tgggattaca ggtgtgagcc accgcaccca atcctattag gtttctttga atcccctcat 2095 

ggcctgcctg gtttttgetc agectgtett cagcttgagg agctgggaag ctctggtgga 2155 

tgctatgaac teacttgetg aagagcagcg ttcaggtgca tccccagcca gggcacgtgg 2215 

ctccctcagc catgaattca cttctcttca ggaggtttgg cttggcatga aaatacttca 2275 

ttcagagtat gggcaaatgc ttctggaaaa cccttccctg aagagagaga acgtgtgtgt 2335 
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gtgtgtcggt gatcacaccc tcccatcctt cctgcctcct gccccaaacc ccgggttcct 23 95 

gggtctggaa gggccttctc tccaagctgg gagctcctgg gcccccacca ttcacttttt 2455 

gtccttgctg ctggcaaaca gtaaagaaac tcactttccc tgtggcacgt tatgcttcag 2515 

aattaaaaca atgaagatta aaa 2 53 8 



<210> 6 

<211> 243 

<212> PRT 

<213> HOMO SAPIEN 

<400> 6 

Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys 
15 10 15 



Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys Lys Asp 

20 25 30 



Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser Pro Gly 
35 40 45 



Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin Arg Glu 
50 55 60 



Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr 
65 70 75 80 



lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His Phe Arg 

85 90 95 



Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr 

100 105 110 



Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Ser Ser Asp Ser 
115 120 125 



Asp Ser Asp Ser Asp Leu Ser Ser Ser Ser Leu Glu Asp Arg Leu Pro 
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130 135 140 



Ser Thr Gly Val Arg Asp Arg Lys Gly Asp Lys Pro Trp Lys Glu Ser 
145 150 155 160 



Gly Gly Ser Val Glu Ala Pro Arg Met Gly Phe Thr Gin Pro Ala Gly 

165 170 175 



His Leu Phe Gly Leu Gin Ser Ser Leu Ala Ser Gly Glu Thr Gly Thr 

180 185 190 



Gly Ser Ala Asp Pro Pro Gly Gly Gly Thr Gly Ser Ala Asp Pro Pro 
195 200 205 



Gly Gly Pro Arg Pro Gly Leu Thr Arg Arg Ala Pro Val Lys Asp Thr 
210 215 220 



Pro Gly Arg Ala Pro Ala Ala Asp Ala Ala Pro Ala Gly Pro Ser Ser 
225 230 235 240 



Cys Leu Gly 



<210> 7 

<211> 2592 

<212> DNA 

<213> HOMO SAPIEN 

<220> 

<221> CDS 

<222> (145) . . (774) 

<223> 

<400> 7 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 60 

ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 120 

acccccagcc gggtgctccg agcc atg gcc gac acc ate ttc ggc age ggg 171 

Met Ala Asp Thr lie Phe Gly Ser Gly 
1 5 
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aat gat cag tgg gtt tgc ccc aat gac egg cag ctt gec ctt cga gec 219 

Asn Asp Gin Trp Val Cys Pro Asn Asp Arg Gin Leu Ala Leu Arg Ala 
10 15 20 25 

aag ctg cag acg ggc tgg tec gtg cac acc tac cag acg gag aag cag 267 

Lys Leu Gin Thr Gly Trp Ser Val His Thr Tyr Gin Thr Glu Lys Gin 

30 35 40 

a <JSJ a g£J aa £T c a g cac etc age ccg gcg gag gtg gag gec ate ctg cag 315 

Arg Arg Lys Gin His Leu Ser Pro Ala Glu Val Glu Ala lie Leu Gin 

45 50 55 

gtc ate cag agg gca gag egg etc gac gtc ctg gag cag cag aga ate 3 63 

Val lie Gin Arg Ala Glu Arg Leu Asp Val Leu Glu Gin Gin Arg lie 
60 65 70 

ggg egg ctg gtg gag egg ctg gag acc atg agg egg aat gtg atg ggg 411 

Gly Arg Leu Val Glu Arg Leu Glu Thr Met Arg Arg Asn Val Met Gly 

75 80 85 

aac ggc ctg tec cag tgt ctg etc tgc ggg gag gtg ctg ggc ttc ctg 459 

Asn Gly Leu Ser Gin Cys Leu Leu Cys Gly Glu Val Leu Gly Phe Leu 
90 95 100 105 

ggc age teg teg gtg ttc tgc aaa gac tgc agg aag aaa gtc tgc acc 507 

Gly Ser Ser Ser Val Phe Cys Lys Asp Cys Arg Lys Lys Val Cys Thr 

110 115 120 

aaa tgt ggg ate gag gec tec cct ggc cag aag egg ccc ctg tgg ctg 555 

Lys Cys Gly lie Glu Ala Ser Pro Gly Gin Lys Arg Pro Leu Trp Leu 

125 130 135 

tgt aag ate tgc agt gag caa aga gag gtc tgg aag agg teg ggg gec 6 03 

Cys Lys lie Cys Ser Glu Gin Arg Glu Val Trp Lys Arg Ser Gly Ala 
140 145 150 

tgg ttc tac aaa ggg etc ccc aag tat ate ttg ccc ctg aag acc cct 651 

Trp Phe Tyr Lys Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr Pro 

155 160 165 

ggc cga get gat gac ccc cac ttc cga cct ttg ccc acg gaa ccg gca 699 

Gly Arg Ala Asp Asp Pro His Phe Arg Pro Leu Pro Thr Glu Pro Ala 
170 175 180 185 

gag cga gag ccc aga age tct gag acc age cgc ate tac acg tgg gee 747 

Glu Arg Glu Pro Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp Ala 

190 195 200 

cga gga aga gtc gta gga aga aag tgc tgatccacgc tgcagcctgg 794 
Arg Gly Arg Val Val Gly Arg Lys Cys 
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205 210 

atgagtcctt gaaaacacca tgcgaagtgg aagaagccgg agacgaaagg ccgcgtgttg 854 

tgtgatctca tctatatgag cagtggtttc cagtgacagt gacagtgact cggatcttag 914 

ctcctccagc ctagaggaca gactcccatc cactggggtc agggaccgga aaggcgacaa 974 

accctggaag gagtcaggtg gcagcgtgga ggcccccagg atggggttca cccaacccgc 1034 

gggccacctc tttgggttgc agagcagcct ggccagtggt gagacgggca caggctctgc 1094 

tgacccgcca gggggaggga caggctctgc tgacccgcca gggggacccc gccccgggct 1154 

gacccgaagg gccccggtaa aagacacacc tggacgagcc cccgctgctg acgcagctcc 1214 

agcaggcccc tccagctgcc tgggctgagg tgtctggtgc ctggaacaga cttccctgtg 1274 

gaggattcct gccagaccct gcccggctcc tccctgaccg gtccttgtgc cctcaccaga 1334 

caccctgttg gccatgactc aacaaaccag tgttgggagc cgtctgcctc cccagctcag 13 94 

tgcctttctg caccccttct ctcctgggga gctgtctgca tccgccaccc cctccaacca 1454 

ctgccctcag cccccgacct tatttattac cctcccctcc cacaccccca atctacctgg 1514 

tgatgatttt aagtttgcgc gtgtcttggg ttgggctggg gggtttccca catgcagtgt 1574 

cagaggggcc gcccggtggg gctatctccg ttgctatatt aatggcaaga ctaaatgaaa 163 4 

cctagggcac ggcctccgaa gctgcgtgtg gccccttaga ggtgagcatc agagccagag 16 94 

cagtgagggg gagactcacc caccctctcc ctctcccttc agctctggga ggcaggcgca 1754 

gtgcccccct cccatgggct ggcccaggac cgcgggtgaa acctgggtct gtttagtttc 1814 

tttggttttt gtatgtttgt ttgtttttga cacagtctcg ctttgttgcc caggctgggg 1874 

tgcagtggca cgatcgcggc tcactgcaac ctccacctcc cgggctcaag cgattctctc 1934 

acctcagcct cctgagtagg tgggattaca gatgcccgcc accacaccca gttaattttt 1994 

gtatttttag aagagatggg gtttctccat gttggccagg ctggtcttga actcctggtc 2054 

tcaagtgatc cgcccgcctc ggcctcccaa agtgctggga ttacaggtgt gagccaccgc 2114 

acccaatcct attaggtttc tttgaatccc ctcatggcct gcctggtttt tgctcagcct 2174 

gtcttcagct tgaggagctg ggaagctctg gtggatgcta tgaactcact tgctgaagag 2234 
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cagcgttcag gtgcatcccc agccagggca cgtggctccc tcagccatga attcacttct 2294 

cttcaggagg tttggcttgg catgaaaata cttcattcag agtatgggca aatgcttctg 23 54 

gaaaaccctt ccctgaagag agagaacgtg tgtgtgtgtg tcggtgatca caccctccca 2414 

tccttcctgc ctcctgcccc aaaccccggg ttcctgggtc tggaagggcc ttctctccaa 2474 

gctgggagct cctgggcccc caccattcac tttttgtcct tgctgctggc aaacagtaaa 2534 

gaaactcact ttccctgtgg cacgttatgc ttcagaatta aaacaatgaa gattaaaa 2592 



<210> 8 

<211> 210 

<212> PRT 

<213> HOMO SAPIEN 



<400> 8 



Met Ala Asp Thr lie Phe Gly Ser Gly Asn Asp Gin Trp Val Cys Pro 
15 10 15 



Asn Asp Arg Gin Leu Ala Leu Arg Ala Lys Leu Gin Thr Gly Trp Ser 

20 25 30 



Val His Thr Tyr Gin Thr Glu Lys Gin Arg Arg Lys Gin His Leu Ser 
35 40 45 



Pro Ala Glu Val Glu Ala lie Leu Gin Val lie Gin Arg Ala Glu Arg 
50 55 60 



Leu Asp Val Leu Glu Gin Gin Arg lie Gly Arg Leu Val Glu Arg Leu 
65 70 75 80 



Glu Thr Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu 

85 90 95 



Leu Cys Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys 

100 105 110 



Lys Asp Cys Arg Lys Lys Val Cys Thr Lys Cys Gly lie Glu Ala Ser 
115 120 125 
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Pro Gly Gin Lys Arg Pro Leu Trp Leu Cys Lys lie Cys Ser Glu Gin 
130 135 140 



Arg Glu Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro 
145 150 155 160 



Lys Tyr lie Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His 

165 170 175 



Phe Arg Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser 

180 185 190 



Glu Thr Ser Arg lie Tyr Thr Trp Ala Arg Gly Arg Val Val Gly Arg 
195 200 205 



Lys Cys 
210 



<210> 9 

<211> 2658 

<212> DNA 

<213> HOMO SAPIEN 

<220> 

<221> CDS 

<222> (457) . . (840) 

<223> 

<400> 9 

ggctcctcat ctggaacacc tcgggtcacc cccgacaacg gtggtgggag ggagagcggc 6 0 

ctcctcctcc ctggtggggc ctgtctgggt gaagcccctc tgttcccgag gatcgtccca 12 0 

acccccagcc gggtgctccg agccatggcc gacaccatct tcggcagcgg gaatgatcag 180 

tgggtttgcc ccaatgaccg gcagcttgcc cttcgagcca agcactgact gcacagcagt 240 

gaacaggacc aacacagtcc ctggtcttaa agcacaggtg ggcagaggct gcagacgggc 3 00 

tggtccgtgc acacctacca gacggagaag cagaggagga agcagcacct cagcccggcg 3 60 

gaggtggagg ccatcctgca ggtcatccag agggcagagc ggctcgacgt cctggagcag 420 
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cagagaatcg ggcggctggt ggagcggctg gagacc atg agg egg aat gtg atg 474 

Met Arg Arg Asn Val Met 
1 5 

ggg aac ggc ctg tec cag tgt ctg etc tgc ggg gag gtg ctg ggc ttc 522 
Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys Gly Glu Val Leu Gly Phe 

10 15 20 

ct 9" age teg teg gtg ttc tgc aaa gac tgc agg aag aaa gtc tgc 570 

Leu Gly Ser Ser Ser Val Phe Cys Lys Asp Cys Arg Lys Lys Val Cys 
25 30 35 

ace aaa tgt ggg ate gag gee tec cct ggc cag aag egg ccc ctg tgg 618 
Thr Lys Cys Gly lie Glu Ala Ser Pro Gly Gin Lys Arg Pro Leu Trp 
40 45 50 

ct 9" tgt aag ate tgc agt gag caa aga gag gtc tgg aag agg teg ggg 666 
Leu Cys Lys lie Cys Ser Glu Gin Arg Glu Val Trp Lys Arg Ser Gly 
55 60 65 70 

gee tgg ttc tac aaa ggg etc ccc aag tat ate ttg ccc ctg aag ace 714 
Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr lie Leu Pro Leu Lys Thr 

75 80 85 

cct ggc cga get gat gac ccc cac ttc cga cct ttg ccc acg gaa ccg 762 
Pro Gly Arg Ala Asp Asp Pro His Phe Arg Pro Leu Pro Thr Glu Pro 

90 95 100 

gca gag cga gag ccc aga age tct gag acc age cgc ate tac acg tgg 810 
Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr Ser Arg lie Tyr Thr Trp 
105 110 115 

gec cga gga aga gtc gta gga aga aag tgc tgatccacgc tgcagcctgg 860 
Ala Arg Gly Arg Val Val Gly Arg Lys Cys 
120 125 

atgagtcctt gaaaacacca tgcgaagtgg aagaagcegg agacgaaagg ccgcgtgttg 92 0 

tgtgatctca tctatatgag cagtggtttc cagtgacagt gacagtgact eggatcttag 98 0 

ctcctccagc ctagaggaca gactcccatc cactggggtc agggacegga aaggcgacaa 1040 

accctggaag gagtcaggtg gcagcgtgga ggcccccagg atggggttca cccaacccgc 1100 

gggccacctc tttgggttgc agagcagect ggccagtggt gagaegggea caggctctgc 1160 

tgacccgcca ggggggggga caggctctgc tgacccgcca gggggacccc gccccgggct 122 0 

gacccgaagg gccccggtaa aagacacacc tggacgagee cccgctgctg acgcagctcc 1280 
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4f 



agcaggcccc 


tccagctgcc 


tgggctgagg 


tgtctggtgc 


ctggaacaga 


cttccctgtg 


1340 


gaggattcct 


gccagaccct 


gcccggctcc 


tccctgaccg 


gtccttgtgc 


cctcaccaga 


1400 


caccctgttg 


gccatgactc 


aacaaaccag 


tgttgggagc 


cgtctgcctc 


cccagctcag 


1460 


tgcctttctg 


caccccttct 


ctcctgggga 


gctgtctgca 


tccgccaccc 


cctccaacca 


1520 


ctgccctcag 


cccccgacct 


tatttattac 


cctcccctcc 


cacaccccca 


atctacctgg 


1580 


tgatgatttt 


aagtttgcgc 


gtgtcttggg 


ttgggctggg 


gggtttccca 


catgcagtgt 


1640 


cagaggggcc 


gcccggtggg 


gctatctccg 


ttgctatatt 


aatggcaaga 


ctaaatgaaa 


1700 


cctagggcac 


ggcctccgaa 


gctgcgtgtg 


gccccttaga 


ggtgagcatc 


agagccagag 


1760 


cagtgagggg 


gagactcacc 


caccctctcc 


ctctcccttc 


agctctggga 


ggcaggcgca 


1820 


gtgcccccct 


cccatgggct 


ggcccaggac 


cgcgggtgaa 


acctgggtct 


gtttagtttc 


1880 


tttggttttt 


gtatgtttgt 


ttgtttttga 


cacagtctcg 


ctttgttgcc 


caggctgggg 


1940 


tgcagtggca 


cgatcgcggc 


tcactgcaac 


ctccacctcc 


cgggctcaag 


cgattctctc 


2000 


acctcagcct 


cctgagtagg 


tgggattaca 


gatgcccgcc 


accacaccca 


gttaattttt 


2060 


gtatttttag 


aagagatggg 


gtttctccat 


gttggccagg 


ctggtcttga 


actcctggtc 


2120 


tcaagtgatc 


cgcccgcctc 


ggcctcccaa 


agtgctggga 


ttacaggtgt 


gagccaccgc 


2180 


acccaatcct 


attaggtttc 


tttgaatccc 


ctcatggcct 


gcctggtttt 


tgctcagcct 


2240 


gtcttcagct 


tgaggagctg 


ggaagctctg 


gtggatgcta 


tgaactcact 


tgctgaagag 


2300 


cagcgttcag 


gtgcatcccc 


agccagggca 


cgtggctccc 


tcagccatga 


attcacttct 


2360 


cttcaggagg 


tttggcttgg 


catgaaaata 


cttcattcag 


agtatgggca 


aatgcttctg 


2420 


gaaaaccctt 


ccctgaagag 


agagaacgtg 


tgtgtgtgtg 


tcggtgatca 


caccctccca 


2480 


tccttcctgc 


ctcctgcccc 


aaaccccggg 


ttcctgggtc 


tggaagggcc 


ttctctccaa 


2540 


gctgggagct 


cctgggcccc 


caccattcac 


tttttgtcct 


tgctgctggc 


aaacagtaaa 


2600 


gaaactcact 


ttccctgtgg 


cacgttatgc 


ttcagaatta 


aaacaatgaa 


gattaaaa 


2658 



<210> 10 
<211> 128 
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' <212> PRT 

* <213> HOMO SAPIEN 

<400> 10 

Met Arg Arg Asn Val Met Gly Asn Gly Leu Ser Gin Cys Leu Leu Cys 
J; 15 10 15 

Gly Glu Val Leu Gly Phe Leu Gly Ser Ser Ser Val Phe Cys Lys Asp 

20 25 30 

Cys Arg Lys Lys Val Cys Thr Lys Cys Gly He Glu Ala Ser Pro Gly 
35 40 45 

Gin Lys Arg Pro Leu Trp Leu Cys Lys He Cys Ser Glu Gin Arg Glu 
50 55 60 



Val Trp Lys Arg Ser Gly Ala Trp Phe Tyr Lys Gly Leu Pro Lys Tyr 
65 70 75 80 



He Leu Pro Leu Lys Thr Pro Gly Arg Ala Asp Asp Pro His Phe Arg 

85 90 95 



Pro Leu Pro Thr Glu Pro Ala Glu Arg Glu Pro Arg Ser Ser Glu Thr 

100 105 110 



Ser Arg He Tyr Thr Trp Ala Arg Gly Arg Val Val Gly Arg Lys Cys 
115 120 125 
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